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O0mo: 601 nurtupanus. Ot TsX 270 UUTHPaHUSA B HAYYHH CIIMCAHUS C UMNAKT ¢aKrTop,
150 nuTHpaHusi B Hay4yHH cnucaHus 0e3 ummakr d¢axkrop u 181 nuTupanus B
MOHOrpa(uu, KHUTH, AUcePTALMHU, COOPHULM OT KOH(EPEeHIIUH H Jp.

3abenexka: [{utupanusita ornpeau 1999 r. (obmo 8 6p.) ca oTnpenu XxaOUIUTHUPAHETO 3a
noueHt. Te, obaue, He ca OWIM M3BECTHM Ha aBTOpa TOraBa M HE ca OMJIM BKIIOYCHU B

AOKYMCHTUTC II0 KOHKYpCa 3a OOLCHT. Hopazm TOBAa B HACTOAIIMA CIIMCBK C€ ITOCOYBAT
BCHUYKH YCTAHOBCHU LIUTUPAHUS.

Codwus, romm 2019 1. WsrotBui cripaBkara:

Hom. I1. Xener



